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Figure 1 

2D6 4B6 5C6 6D7 

PosUionnumber Sequence Position (IgM) (IgGi) (IgG2a) OsGj) 



6 EKDGLRNSTOLQSQN 26-40 

7 RNSTOLGSQNKFVVO 31^ 

29 QCSTEGQMPNNQSIN 141-155 

30 GQMPNNQSmSKVSG 146-160 

36 SBVSGTQKVSFSGQP 176-190 

37 TQKVSFSGQPQNTTT 181-195 

77 GKTFTNGWKSTBEED 381-39S OBBBMi 

87 EKGTGESQSRDRRKI 431-445 

88 BSQSRDRRKIDQHTL 436-450 

92 NRTDLDPRVLSNSGW 456-470 

93 DPRVLSNSGWGQTPI 461-475 

105 GNDTSSVSGWGDPKP 521-535 

106 SVSGWGDPKPALRWG 526-540 
109 - DSKGSNCQGGWEDDS 541-555 

117 KNKQGWGDGQKSSQG 581-595 

118 WGDGQKSSQGWSVSA 586-600 —— ——I 

119 KSSQGWSVSASDNWO 591-605 BBHiHHHI ■■■■■■■■I 

125 SSGGSDSDRSVSGWN 621-635 ■HHHBH 

126. DSDRsvsGWNELOKT 626-640 mmKmmMBBBmmmmmmBmaBBBmBsmm 

127 VSGWNBLOKISSPrW 631-645 t^m^L'^^j" MKKKKKM 

-.130 GNNINPNNSSGWDES 646-660 BBBBHi 

133 SKPTPSQGWGDPPKS 661-675 

134 SQGWGDPPKSNQSLG 666-680 

135 DPPKSNQSLGWGDSS 671-685 

136 NQSLGWGDSSKPVSS 676-690 

137 WGDSSKPVSSPDWNK 681-695 

138 KPVSSPDWNKQQDIV 686-700 

139 PDWNKQQDIVGSWGI 691-705 

146 AKEBEPTGWEEPSPB 726-740 :flT.CT?r^ . 

150 MBIDDGTSAWGDPSK . 746-760 

154 . VNMWNKNVPNGNSRS 766-780 

159 TPASAISNKBASSGS 791-805 — — 

160 ISKKEASSGSGWGEP 796-810 ■■■■■ 

161 ' . ASSGSGWCEPWOEPS 801-815 . - liiiTIT"! ■■■■ 

162 GWGEPWGEPSTPATT 806-820 ««g3a»a«aEB»»aa 

176 DDMPLPGNRPTGWEE 876-890 llii i'l i 1 1 

177 PGNRPTGWEEEEOVE 881-895 W l llfl l i'ir— 1 

178 TGWEEBEDVmONWN 886-900 WSBBBOmm 
185 SSKCUJ50KKRRRER0 921-935 

187 RRERGMMKGGNKQEB 931-945 

191 FVKQFSNISFSRDSP .951-965 

192 SmSFSRDSPEK^VQ 956-970 

198 MEIDKHSLNIGDYNR 986-1000 . 

199 HSLNIGDYNRTVGKG 991-1005 

200 FGYNRTVGKGPGSRP 996-1010 

201 TVGKOPGSRPQISKE 1001-1015 

202 PGSRPQISKBSSMBR 1006-1020 ■BfflBBHIi 

203 QISKESSMERNPYFD 1011-1025 

221 PLSSSQPNLRAQVPP 1101-1115 _________ 

.226 LLKYAPNNGGLNPLF 1126-1140 ■■■■■■■ 

227 PNNGGLNPLPGPQQV 1131-1145 

228 • LNPLFGPQQVAMLNQ 1136-1150 

233 . SQLQRLLAQQQRAQS 1161-1175 

234 LLAQQQRAQSQRSVP 1166-1180 

235 QRAQSQRSVPSGNRP 1171-1185 
239 GRPLSVQQQMMQQSR 1191-1205 

^70 SPNGS5SVNWPPEFR 1346-1360 maSBBBaSOBEk 

271 . SSVlvfWPPEFRPGEPW 1351-1365 ' • 

274 KGYPNIDPETDPYVT 1366-1380 BaBSaMH 

276 KPYVTPGSVINNLSI 1376-1390 

287 PLSSTAQSTSARNSD 1431-1445 

288 AQSTSARNSDSKLTW 1436-1450 

298 GQKPPLSTWDNSPLR 1486-1500 .'Vl -J. . 

299 LSTWDNSPLRIGGGW 1491-1505 WPmmmm 

304 SSWGESSSORTTNWL 1516-1530 ■■■0001 

319 TTTLAEFASBBEISR 1591-1605 MB— 

320 EFASEBEISRPFAQS 1596-1610 aBMBi 

323 QSLTPSPGWQSLGSS 1611-1625 

324 SPGWQSU5SSQSRLG 1616-1630 

336 WGPPSSSDPRGISSP 1676-1690 ■■■■■■■i 

339 SPINAFLSVDHLGGG 1691-1705 

340 AFLSVDHLGOOOBSM 1696-1710 
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Figure 2 



Number 



30 



36 



A5 



55 



63 



64 



67 



T7 



78 



J7 

J8 

_92 

J3 

97 

!0S 

106 

117 

118 

133 

134 

135 
TIT" 

137 

138 

\39 

148 

150 

tS4 

171 

177 

185 

187 

189 

190 



EKDCLRNSTGLGSON 



RNSTGLGSQNKFVVG 



NNRMNAWGTVSSSSN 



STLNSASNHGAWPVL 



QCSnOQMPNNQSfN 



GQMPNNQS1NSK.VSG 



SEVSOTQKVSFSOQP 



TQKVSFSOQPONlTr 



ELPSSNTOAWRVSTM 



OTTWOAYGSNYS(H)K 



31-45 



146^160 



176-190 



18M95' 



22U23S 



AYGSNYSODKCSGPN 



QVNTNKGGGVWESOA 



KGGGVWESOAANSQS 



WESGAANSQSTSWOS 



TSWGSGNGANSGOSR 



GNOANSGGSRROWGT 



GKTFTNGWKSTEEED 



NGWKSTEEEDQGSAT 



EKOTGESQSRDRRKl 



ESQSRDRRKIDQHTL 



NRTDLDPRVLSNSGW 



DPRVLSNSGWOQTPl 



WDTETSPRGERKTDN 



ONDTSSVSGWODPKP 



SVSOWGDPKPALRWO 



KNKQQWGDOQKSSQG 



WODGQKSSQGWSVSA 



SKPTPSQQWODPPKS 



SOOWGDPPKSNQSLG 



PPPKSNQSLOWGDSS 



NQSLOWQDSSKPVSS 



WGDSSKPVSSPDWNK 



KPVSSPPWNKOQDIV 



PDWNKOQDIVGSWGI 



EPSPESIRRKMEIDD 



MEIDDOTSAWGDPSK 



VNMWNKNVPNGNSRS 



WOSSSVOPOALSKSG 



PONRPTGWEEEEDVE 



SSKGLSGKKRRRERO 



RRERGMMKGONKQEE 



NKOEEAWINPFVKQR 



AWINPFVKOFSNISF 



266-280 



271-285 



311-325 



321-335 



33fr3S0 



38^-400 



431-445 



436-450 



456-470 



461-475 



481-495 



521-533 



526-540 



581-595 



586-600 



661-675 



666-680 



671-68S 



681-695 



691-705 



746-760 



766-780 



851-865 



881-895 



921-935 



931-945 



,941:955. 



946.960 




191 



198 



199 



200 



202 



220 



221 



227 
228 
231 
233 
234 
235 
239 
256 
257 
263 
264 
270 
271 
272 
273 
276 
279 



287 



288 



292 



293 



294 



297 



298 
300 
301 
302 
303 
304 
313 
314 
323 
324 
335 
336 
337 
338 
339 
340 



FVKQFSNISPSRDSP 



SNISFSRDSPEENVQ 



MEIDKHSLNIGDYNR 



HSLNIGPYNRTVOKO 



GDYNRTVOKGPOSRP 



TVOKGPGSRPQISKE 



PGSRPQTSKESSNfER 



MFGVQNTAAOPRGMO 



951-965 



956-970 



986-1000 



991-1005 



996-1010 



1006-1020 



QPPAQPLSSSQPNLR 



PLSSSQPNLRAQVPP 



PNNGOLNPLFGPQQV 



LNPLFGPOQVAMLNQ 



LSQLNOLSQISOLQR 



SQLQRLLAQQQRAQS 



LLAQOQRAQSORSVP 



ORAQSORSVPSGNRP 



Mi r .f^ll:I. M 



ORPLSVQQOMMOQSR 



KEPQSRLRKWTTVDS 



RLRKWTTVDSISVNT 



FRLEESPFVPYDFMN 



SPFVPYDFMNSSTSP 



SPNOSSSVNWPPEFR 



SSVNWPPEFRPOEPW 



PPEFRPGEPWKOYPN 



POEPWKGYPNIDPET 



DPYVTFGSVINNLSI 



NTVREVDHLRDRNSG 



VDHLRDRNSGSSSSL 



PLSSTAQSTSARNSD 



AQSTSARNSDStCLTW 



TNTSLAHELWKVPU 



AHELWKVPLPPKNIT 



KVPLPPKNITAPSRP 



PPGLTGQKPPLSTWD 



GQKPPLSTWDNSPLR 



NSPLRIGGGWGNSPA 



IGGGWGNSDARYTPQ 



GNSDARYTPOSSWGE 



RYTPOSSWOESSSGR 



SSWGESSSGRITNWL 



LPHGNALVRYSSKEE 



ALVRYSSKEEWKAQ 



QSLTPSPGWQSLGSS 



SPGWQSLOSSOSRLO 



YSTSLWGPPSSSDPR 



WGPPSSSDPRGISSP 



SSDPRGISSPSPINA 



OlSSPSPINAFLSVD 

SPINAFLSVDHLGGG 

AFLSVIMILGGGOESM 



1191-1205 



1281-1295 



1316-1330 



1346.1360 



1351-1365 



1336-1370 



1361-1375 



1376-1390 



1391-1405 



1436-1450 



1456-1470 



1461-1475 



1466-1480 



1481-1495 



1496-1510 



1506-1520 



1566-1580 



1611-1625 



1616-1630 



1671-1685 



1676-1690 



1681-1695 



1686-1700 
I69M70S 
1696-1710 
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